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FIGURE 3. Whole genome sequence analysis* of outbreak and Food and Drug Administration environmental strains†,§ of Salmonella Thompson  — 
United States, 2020 and 2021
* Dendrogram generated using wgMLST similarity matrix; 2020 outbreak samples N = 22; 2021 outbreak samples N = 120; environmental samples N = 13
† Node size is proportional to the number of samples at each node that are 0 alleles apart 
(polytomies).
§ Pie-charts represent polytomies with samples from multiple sample
groups.
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